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RAW SEQUENCE LISTING DATE: 02/19/98 

PATENT APPLICATION US/08/934,367 TIME: 11:13:37 

INPUT SET: S23537.mw 



This Raw Listing contains the General 
Information Section and up to the first 5 pages. 



SEQUENCE LISTING 

(1) General Information: 

(i) APPLICANT: Needleman, Philip 

Glenn, Kevin 

( ii ) TITLE OF INVENTION; An Immunological Process and Construct-: 
for Increasing the HDL Cholesterol Concentration by DNA 
Vaccination 




(iii) NUMBER OF SEQUENCES: 52 



(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Welsh & Katz, Ltd. 

(B) STREET: 120 South Riverside Plaza, 22nd Floor 

(C) CITY: Chicago 

(D) STATE: IL W^SAZ^^^^ 

(E) COUNTRY: USA ^c-y ; " ' I 

(F) ZIP: 60606 



MAR 1 *99G 



(V) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

( D ) . SOFTWARE : Patentln Release #1.0, Version #1.30 



(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: 

(B) FILING DATE: 

(C) CLASSIFICATION: 



(viii) ATTORNEY/AGENT INFORMATION: 

(A) NAME: Gamson Ph.D., Edward P. 

(B) REGISTRATION NUMBER: 29,381 

(C) REFERENCE/ DOCKET NUMBER: MON-103.0 6221/69666 



(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: (312)655-1500 

(B) TELEFAX: (312)655-1501 



(2) INFORMATION FOR SEQ ID NO:l: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1431 base pairs 
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INPUT SET: S23537.ruw 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/934,367 



(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 



(viii) POSITION IN GENOME: 
(C) UNITS: bp 



(X) PUBLICATION INFORMATION: 

(A) AUTHORS: Drayna, Dennis 

Jarnagin, Alisha Stephens 
McLean, John 
Henzel, William 
Kohr, William 
Fielding, Christopher 
Lawn, Richard 

(B) TITLE: Cloning and sequencing of human cholesteryl 

ester transfer protein cDNA 

(C) JOURNAL: Nature 

(D) VOLUME: 327 

(F) PAGES: 632-634 

(G) DATE: June 18-1987 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:l: 
TGCTCCAAAG GCACCTCGCA CGAGGCAGGC ATCGTGTGCC GCATCACCAA GCCTGCCCTC 
CTGGTGTTGA ACCACGAGAC TGCCAAGGTC ATCCAGACCG CCTTCCAGCG AGCCAGCTAC 
CCAGATATCA CGGGCGAGAA GGCCATGATG CTCCTTGGCC AAGTCAAGTA TGGGTTGCAC 
AACATCCAGA TCAGCCACTT GTCCATCGCC AGCAGCCAGG TGGAGCTGGT GGAAGCCAAG 
TCCATTGATG TCTCCATTCA GAACGTGTCT GTGGTCTTCA AGGGGACCCT GAAGTATGGC 
TACACCACTG CCTGGTGGCT GGGTATTGAT CAGTCCATTG ACTTCGAGAT CGACTCTGCC 
ATTGACCTCC AGATCAACAC ACAGCTGACC TGTGACTCTG GTAGAGTGCG GACCGATGCC 
CCTGACTGCT ACCTGTCTTT CCATAAGCTG CTCCTGCATC TCCAAGGGGA GCGAGAGCCT 
GGGTGGATCA AGCAGCTGTT CACAAATTTC ATCTCCTTCA CCCTGAAGCT GGTCCTGAAG 
GGACAGATCT GCAAAGAGAT CAACGTCATC TCTAACATCA TGGCCGATTT TGTCCAGACA 
AGGGCTGCCA GCATCCTTTC AGATGGAGAC ATTGGGGTGG ACATTTCCCT GACAGGTGAT 
CCCGTCATCA CAGCCTCCTA CCTGGAGTCC CATCACAAGG GTCATTTCAT CTACAAGAAT 
GTCTCAGAGG ACCTCCCCCT CCCCACCTTC TCGCCCACAC TGCTGGGGGA CTCCCGCATG 



DATE: 02/19/98 
TIME: 11:13:40 
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PAGE: 3 RAW SEQUENCE LISTING DATE- 02/ 1 9/98 

PATENT APPLICATION US/08/934,367 time!" 1 ih 1 3:43 



100 



INPUT SET: S23S37.mw 



101 CTGTACTTCT GGTTCTCTGA GCGAGTCTTC CACTCGCTGG CCAAGGTAGC TTTCCAGGAT 840 
102 

103 GGCCGCCTCA TGCTCAGCCT GATGGGAGAC GAGTTCAAGG CAGTGCTGGA GACCTGGGGC 900 
104 

105 TTCAACACCA ACCAGGAAAT CTTCCAAGAG GTTGTCGGCG GCTTCCCCAG CCAGGCCCAA 960 
106 

107 GTCACCGTCC ACTGCCTCAA GATGCCCAAG ATCTCCTGCC AAAACAAGGG AGTCGTGGTC 1020 
108 

109 AATTCTTCAG TGATGGTGAA ATTCCTCTTT CCACGCCCAG ACCAGCAACA TTCTGTAGCT 1080 

111 TACACATTTG AAGAGGATAT CGTGACTACC GTCCAGGCCT CCTATTCTAA GAAAAAGCTC 1140 
112 

113 TTCTTAAGCC TCTTGGATTT CC AG ATT AC A CCAAAGACTG TTTCCAACTT GACTGAGAGC 1200 
114 

115 AGCTCCGAGT CCATCCAGAG CT-TCCTGCAG TGAATGATCA CCGCTGTGGG CATCCCTGAG 1260 
116 

117 GTCATGTCTC GGCTCGAGGT AGTGTTTACA GCCCTCATGA ACAGCAAAGG CGTGAGCCTC^ 1320 

..11.8=,.-.. == — ■=- - _ _ - - 

119 TTCGACATCA TCAACCCTGA GATTATCACT CGAGATGGCT TCCTGCTGCT GCAGATGGAC 1380 
120 

121 TTTGGCTTCC CTGAGCACCT GCTGGTGGAT TTCCTCCAGA GCTTGAGCTA G 14 31 

122 

123 (2) INFORMATION FOR SEQ ID NO: 2: 
124 

125 (i) SEQUENCE CHARACTERISTICS: 

126 (A) LENGTH: 20 amino acids 

127 (B) TYPE: amino acid 

128 (C) STRANDEDNESS: single 

129 (D) TOPOLOGY: linear 
130 

13 1 (ii) MOLECULE TYPE: peptide 

132 

133 

134 

135 

136 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

137 

138 Glu He Phe Gin Glu Leu Ser Arg Gly Leu Pro Thr Gly Gin Ala Gin 

139 1 5 10 15 
140 

141 Val Ala Val His 

142 20 
143 

144 (2) INFORMATION FOR SEQ ID NO: 3: 
145 

146 (i) SEQUENCE CHARACTERISTICS: 

147 (A) LENGTH: 20 amino acids 

148 (B) TYPE: amino acid 

149 (C) STRANDEDNESS: single 

15 ° (D) TOPOLOGY: linear 

151 

152 (ii) MOLECULE TYPE: peptide 
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mm4 , 367 

INPUT SET; S23537.raw 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

Val Ala Val Thr Phe Arg Phe Pro Arg Pro Asp Gly Arg Glu Ala Val 

5 10 15 

Ala Tyr Arg Phe 

20 



(2) INFORMATION FOR SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGT H : .22 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 

Leu Leu Leu Gin Met Asp Phe Gly Phe Pro Lys His Leu Leu Val Asp 
1 5 10 15 P 

Phe Leu Gin Ser Leu Ser 

20 

(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 

Thr Thr Val Gin Ala Ser Tyr Ser Gin Lys Lys Leu Phe Leu His Leu 

5 10 15 

Leu Asp Phe Gin 

20 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/934,367 



DATE: 02/19/98 
TIME: 11:13:51 
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INPUT SET: S23537.mw 

(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 

Leu Leu Leu His Leu Gin Gly Glu Arg Glu Pro Gly Trp Leu Lys Gin 

1 5 . 10 : 15 

Leu Phe Thr Asn 

20 

(2) INFORMATION FOR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 

Asp Val Ser Gly Glu Arg Ala Val Met Leu Leu Gly Arg Val Lys Tyr 
15 10 15 

Gly Leu His Asn 

20 

(2) INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



SEQUENCE VERIFICATION REPORT DATE: 02/ 1 9/98 

PATENT APPLICATION US/08/934, 367 TIME: 11:13:55 

INPUT SET: S23S37.mw 



Original Text 



